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Global relationships,
local labs and proudly Swedish

Five offices, 20+ core labs

® Olink analysis service lab or Olink CRO
® Olink-certified core facility

eo®
Y 4 Uppsala
()
[ N )
°e®
® Tokyo
® shanghai

@® Singapore

Olink-certified Core Facility at the HelImholtz Center in Munich:

https://www.helmholtz-muenchen.de/proteomics/research/technology/proximity-extension-assay/index.html
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Phenotype/Lifestyle

MultiOMICS are needed for

Proxy

Baseline

Actionability

Limited Moderate Infinite

Proteins are the actionable targets for most diseases,
but not easy to measure in high quality and high-throughput

PRECISION MEDICINE
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Combining GWAS data with proteomic data to generate pQTL's
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A major proteogenomic study of cardiovascular proteins in over 30 000
individuals identifies >450 pQTLs (genetic variations linked to protein

expression levels) and several novel potential drug targets. Just published in
Nature Metabolism, the paper from Lasse Folkersen et al. from the SCALLOP
/ \\ consortium combined 15 studies using the Olink CVD | panel to provide

important new insights into disease biology, as well as identifying proteins with
novel causal links to human disease that could serve as new drug targets for

\\ /,/ next-generation, effective therapies. Read more: https://Inkd.in/efDHKNw
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https://www.nature.com/articles/s42255-020-00287-2
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Novel drug

REPORTS targets — pQTLs
Untargeted longitudinal analysis
of a wellness cohort identifies
markers of metastatic cancer years
prior to diagnosis A better
understanding of
ervierC.Lovejoy', Leroy Hoad. & Nathan b.Price biology

W Olink
Proteomic plasma biomarkers for
predicting response and resistance with
immune checkpoint inhibitors in cancer
patients
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https://www.nature.com/articles/s41598-020-73451-z
https://www.olink.com/immunotherapy/
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Proximity Extension Assay



https://www.youtube.com/watch?v=UFvPNPyueNc
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Helping our customers towards reliable results = Olink controls

Internal controls

-

Controls T

Immuno control Extension control Amplification/Detection control
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Our internal controls are spiked into EACH sample of your project

Our internal controls check the performance of all the all three core steps of our PEA technology and are used for normalization as well

4 N ) 4 ] )
Normalization Detect sample issues
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Exclude bad samples from your results
. J

Correct for pipetting errors



https://www.olink.com/data-you-can-trust/technology/
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Olink Target & Focus with gPCR readout

Soee Target96 (=)

'YI L. Choose from fifteen carefully designed
e ¢ panels built for specific area of disease or

key biology process.
0000

0000
#8088  Target 48 (v)

Introducing our Inflammation 48-plex
panel with absolute quantification.

Focus

Custom-designed for your specific

need. Measure up to 21 proteins

simultaneously with just 1 yL sample
,f with relative or absolute quantification
. and 2 validation levels.

Well established platform
Run multiplexing assays up to 92-plex
Downscale to Focus panels with 21-plex

Jump on our knowledge with a lot of established matrices
using just 1 pl of each sample/run

For Research Use Only. Not for use in diagnostic procedures.
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Olink Explore with NGS readout

Accelerating power

Increase multiplexing to 384 plex
Increase throughput 6.5x

Rapidly increase protein target library

Accelerating access
Utilize well established and spread platform (NovaSeq 6000)
Piggyback on cost revolution of NGS
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Explore 1536 (i)

Measure 1,536 proteins with minimal
biological sample. Soon 3k and 4,5k
proteins covering the low abundant
dynamic plasma proteome.

Explore 384 (i)

Remarkably small sample volume, 1pl, and
outstanding throughput, 1,35 M
measurements per week/system

Cardio-
metabolic

For Research Use Only. Not for use in diagnostic procedures.
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Correlations with other immunoassay technologies

IL-6

ELISA
o CXCL-10

CVD GDF-15

VD IL-6

Correlation=0.85 and 0.87

Proteins

250
a0 . o Internal data External data .
200 . ': 80 . >
wos "rs 70 g° 3 S
a8 600 : ~ 3417 =
B3 . g ° £ s0 E
5 100 e o E 40 . - E
x . $ w s A
“ P M 200 ..i. R?=0,85 E 45 l o (E; '/‘}. .
P 28 2 % TN LAInylam
@A ol . i
o ® ’ 0 50 100 150 200 250 0 0 4 6 8 10
0 20 40 60 80 100 Conc (pg/ml) ] 10 15 20 25 30 35 Olink measurement log,,
Conc (pg/mL) Olink measurement log2
Clinical immunoassays Mass Spectrometry
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. with MS and Olink
A
s
= i I * 45 proteins also
3, 3. 5 s detected with mass spec
& 2 g “ (shown in red)
L]

Dynamic range



https://n.neurology.org/content/96/3/e412.long
https://pubs.acs.org/doi/10.1021/acs.jproteome.0c00641
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The Pharma Proteomics Project

Proteins circulating in our blood may
play a role in the development of many
life-threatening diseases.

A greater understanding of such
markers offers opportunities for more
precise, targeted treatment.
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Our vision

Enable unds
real-time h

Genomics

Epigenomics

Transcriptomics Proteomics Metabolomics

A complete picture of
real-time human biology
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Dr. Karsten StrauB3

- Business Development Manager DACH -
+49 176 2408 5420
karsten.strauss@olink.com

Dr. Stephan Bauer
- Director Business Development DACH -
+49 176 6683 2370
stephan.bauer@olink.com
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